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9.30-10.00 Proteins and Biologics -

Silvia Catinella & Andrea Mozzarelli

10.00-11.00 Circular dichroism, proteins and applications -

Luca Ronda

11.00 -11.30 coffee break

11.30-12.30 Fluorescence, Foster energy transfer, protein

conformations and protein-protein interactions - Stefano

Bettati

12.30-14.00 Lunch

14.00-17.00 Practical activities on CD and Fluorescence

spectra collection, secondary structure determination,

protein folding and unfolding

17.30-18.30 Student reading of CD and Fluorescence study

cases

19.30 -21.00 Dinner

21.00-23.00 Selected student presentations of CD and

Fluorescence study cases

February 23, Chiesi Farmaceutici

9.00-11.00 NMR for protein structure and dynamics -
Serena Faggiano

11.00-11.30 coffee break

11.30-13.30 Practical activities of NMR experiments

&

People and ideas for innovation in healthcare

niesi

With the support of

UNIVER ITAD PARMA
4 D

efe »"q »7‘, ' j;:.i ein Structure and

IMaSS

Italian Mass Spectrometry
Society

AN

\ 4

gtroscopy to Mass

Foretry
Par /FebrarM,ZZ gth 2017

14.30-15.30 Overview of biological mass spectrometry -
Barbara Pioselli

15.30-16.30 Sample preparation for mass spectrometry — Laura
Tigli & Brenda Rosa

16.30-17.00 coffee break

17.00.18.30 Student reading of NMR and MS study cases
19.30-21.00 Dinner

21.00-23.00 Selected student presentations of NMR and MS
study cases

February 24, Chiesi Farmaceutici
9.30-10.30 Application of mass spectrometry to determine
primary structure of protein: amino acid sequence and post-
translational modifications - Sega Ndiaye (supported by
Thermo).
10.30-11.00 coffee break
11.00-12.00 Mass spectrometry-based tools to analyze protein
conformations and dynamics - Rasmus Uffe Jacobsen
(supported by Waters).
12.00-13.00 Application of mass spectrometry for quantification
of peptides and proteins- Samuele Scurati (supported by Sciex).
13.00-14.00 Lunch
14.00-17.30 MS Practical activities:

- determination of post-traslational modifications.

- HDX-MS experiments to study protein conformation.

- peptide quantitation by mass spectrometry
17.30 Course Conclusions




